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Peptide concentration (nM) Fig. 5 
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SEQ ID NO. 1 

MPRAPKRQRCMPEEDLQSQSETQGLEGAQAPLAVEEDASSSTSTSSSFPSSFPSSSSSSSSSCYPLIPS 
TPEEVSADDETPNPPQSAQIACSSPSWASLPLDQSDEGSSSQKEESPSTLQVLPDSESLPRSEIDEKV 
TDLVQFLLFKYQMKEPITKAEILESVIKNYEDHFPLLFSEASECMLLVFGIDVKEVDPTGHSFVLVTSL 
GLTYDGMLSDVQSMPKTGILILILSIIFIEGYCTPEEVIWEALNMMGLYDGMEHLIYGEPRKLLTQDWV 
QENYLEYRQVPGSDPARYEFLWGPRAHAEIRKMSLLKFLAKVNGSDPRSFPLWYEEALKDEEERAQDRI 
ATTDDTTAMASASSSATGSFSYPE 



Fig. 7 
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SEQ ID NO. 2 

MLLGQKSQRYKAEEGLQAQGEAPGLMDVQI PTAEEQKAAS SS STL I MGTLEEVTDSGS PS PPQSPEGAS 
SSLTVTDSTLWSQSDEGSSSNEEEGPSTSPDPAHLESLFREALDEKVAELVRFLLRECYQIKEPVTKAEM 
LESVIKNYKNHFPDIFSKASECMQVIFGIDVKEVDPAGHSYILVTCLGLSYDGLLGDDQSTPKTGLLII 
VLGM I LMEG S RAPEEA I WEALS VMGAV 



Fig. 8 
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Fig. 9 

SEQ ID NO. 3 

1 cagggagatg gtggctttgg cgtgcaagac ccatacacga ttcagcagga gggaaaggct 
61 gggctgtcgg gagtaaatct gaatacctgg aggacaccca aataaaggaa gtccccgtct 
121 tgtccccctc ccctgcccac cacccccccc ccccccgcca aatgtctgct ccttctgtca 
181 gctttgggaa tcccatgcag gtgtgatcgt gtggtgcccc tccccacttc tgcctgccgg 
241 gtctcaggga ggtgaggacc ttggtctgag ggttgctaag aagttattac agggttccac 
301 acttggtcaa cagagggagg agtcccagaa tctgcaggac ccaaggggtg cccccttagt 
361 gaggactgga ggtacctgca gcccagaaag aagggatgtc acagagtctg gctgtcccct 
421 gttcttagct ctgaggggac ctgatcagga ttggcactaa gtggcaagct caattttacc 
481 acaggcagga agatgaggaa ccctcaggga aatggagttt tggtgtaaag gggagatatc 
541 agccctggac accccacagg gatgacagga tgtggctcct tcttactfctt gttttggaat 
601 ctcagggagg tgagaacctt gctctcagag ggtgactcaa gtcaacacag ggaacccctc 
O 661 ttttctacag acacagtggg tcgcaggatc tgacaagagt ccaggtaagg aacctgaggg 
*£l 721 aaatctgagg gtacccccag cccataacac agatggggtc cccacagaaa tctgccatga 
Si 781* ccctactgtc actctggaga acccagtcag gigctgtccgc tgagtctccc tgtcttatac 
In 841 aaggatcact ggtctctggg agggagaggt gttggtctaa gggagctgca ctcgggtcag 
0TI 901 cagagggagg gtcccagacc ctgccaggag tcaaggtgag gactgagggg acaccattct 
ff! 961 ccaaacgcac aggactcagc cccaccctac cccttctgtc agccacggga attcatgggg 
M= 1021 aactgggggt agatggactc ccctcacttc ctctttccat gtctcctgga ggtaggacct 
fl j 1081 tggtttaagg aagtggcctc agatcaacaa agggagggtc ccaggtcgta tcaggcatca 
^ .1141 agaagaggac caagcaggct cctcacccca gtacacatgg acccagctga atatggccac 
S 1201 ctcttgctgt cttttctggg aggacctctg cagttgtggc cagatgtggg tcccctcatg 
^! 1261 tcttctattt cgtatcaggg atgtaagctt ttgatctgag agtttcttag accagcaaag 
S; 1321 gagcagggtc taggcttttc caggagaaag gtgagagccc cacgtgagca cagaggctcc 
H 1381 ccaccccagg gtagtgggga actcacagag tccagcccac cctcctgaca acactgggag 
«2 1441 gctggggctg tgcttgcagc ctgaaccctg agggcccctc aattcctctt tcaggagctc 
G isol cagggactgt gaggtgaggc cttggtctaa ggcagtgttt tcaggtcaca gagcagaaag 
^' 1561 ggcccagaca gtgccaggag tcaaggtgag gtgcatgccc tgaatgtgta ccaagggccc 
1621 cacctgctcc aggacaaagt ggaccccact gcatcagctc cacctaccct actgtcagtc 
1681 ctggagcctt ggcctctgcc ggctgcatcc tgaggagcca tctctcactt ccttcttcag 
1741 gttctcaggg gacagggaga gcaagaggtc aagagctgtg ggacaccaca gagcagcact 
1801 gaaggagaag acctgtaagt tggcctttgt tagaacctcc agggtgtggt tctcagctgt 
1861 ggccacttac accctccctc tctccccagg cctgtgggtc cccatcgccc aagtcctgcc 
1921 cacactccca cctgctaccc tgatcagagt catcatgcct cgagctccaa agcgtcagcg 
1981 ctgcatgcct gaagaagatc ttcaatccca aagtgagaca cagggcctcg agggtgcaca 
2041 ggctcccctg gctgtggagg aggatgcttc atcatccact tccaccagct cctcttttcc 
2101 atcctctttt ccctcctcct cctcttcctc ctcctcctcc tgctatcctc taataccaag 
2161 caccccagag gaggtttctg ctgatgatga gacaccaaat cctccccaga gtgctcagat 
2221 agcctgctcc tccccctcgg tcgttgcttc ccttccatta gatcaatctg atgagggctc 
2281 cagcagccaa aaggaggaga gtccaagcac cctacaggtc ctgccagaca gtgagtcttt 
2341 acccagaagt gagatagatg aaaaggtgac tgatttggtg cagtttctgc tcttcaagta 
2401 tcaaatgaag gagccgatca caaaggcaga aatactggag agtgtcataa aaaat tatg a 
2461 agaccacttc cctttgttgt ttagtgaagc ctccgagtgc atgctgctgg tctttggcat 
2521 tgatgtaaag gaagtggatc ccactggcca ctcctttgtc cttgtcacct ccctgggcct 
2581 cacctatgat gggatgctga gtgatgtcca gagcatgccc aagactggca ttctcatact 
2641. tatcctaagc ataatcttca tagagggcta ctgcacccct gaggaggtca tctgggaagc 
2701 actgaatatg atggggctgt atgatgggat ggagcacctc atttatgggg agcccaggaa 
2761 gctgctcacc caagattggg tgcaggaaaa ctacctggag taccggcagg /tgcctggcag. 
2821 tgatcctgca cggtatgagt ttctgtgggg tccaagggct catgctgaaa ttaggaagat 
2881 gagtctcctg aaatttttgg ccaaggtaaa tgggagtgat ccaagatcct tcccactgtg 
2941 gtatgaggag gctttgaaag atgaggaaga gagagcccag gacagaattg ccaccacaga 
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3001 tgatactact gccatggcca gtgcaagttc tagcgctaca ggtagcttct cctaccctga 
3061 ataaagtaag acagattctt cactgtgttt taaaaggcaa gtcaaatacc acatgatttt 
3121 actcatatgt ggaatctaaa aaaaaaaaaa aaaaaagttg gtatcatgga agtagagagt 
3181 agagcagtag ttacattaca attaaatagg aggaataagt tctagtgttc tattgcacag 
3241 taggatgact atagttaaca ttaagatatt gtatattaca aaacagctag aaggaaggct 
'C? 3301 tttcaatatt gtcaccaaaa agaaatgata aatgcatgag gtgatggata cactacctga 
IF' 3361 tttgatcatt atactacata tacatgaatc agaacatcaa attgtacctc ataaatatct 
E 3421 acaattacat gtcagttttt gtttatgttt ttgttttttt ttaatttatg aaaacaaatg 
01 3481 agaatggaaa tcaatgatgt atgtggtgga 



m. 

3 

P Fig. 9 continued 
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SEQ ID NO. 4 



Fig. 10a 



m 
m 

m 

m 



TCCGGGGTCG 

YYMKYGTKCT 

GCTCTGTGAG 

CAAGTCAACA 

ATCTGACAAG 

AGCTGTGGGA 

TCCCCATCGC 

GTCATCATGC 

TCTTCAATCC 

TGGCTGTGGA 

CCATCCTCTT 

TCTAATACCA 

ATCCTCCCCA 

TCCCTTCCAT 

GAGTCCAAGC 

GTGAGATAGA 

TATCAAATGA 

AAAAAATTAT 

GCATGCTGCT 

CACTCCTTTG 

GAGTGATGTC 

GCATAATCTT 

GCACTGAATA 

GGAGCCCAGG 

AGTACCGGCA 

GGTCCAAGGG 

GGCCAAGGTA 

AGGCTTTGAA 

GATGATACTA 

CTCCTACCCT 

AAGTCAAATA 

AAAAAAAAGT 

CAATTAAATA 

CTATAGTTAA 

CTTTTCAAXA 



CTCGAGCCGG CCGGGACTCG GGGATCASAA GTAACGGCGG 50 

GAGGGACAGG CTTGAGATCG GCTGAAGAGA GCGGGCCCAG 100 

GAGGCAAGGG AGGTGAGAAC CTTGCTCXCA GAGGGTGACT 150 

CAGGGAACCC CTCTTTTCTA CAGACACAGT GGGTCGCAGG 200 

AGTCCAGGTT CTCAGGGGAC AGGGAGAGCA AGAGGTCAAG 250 

CACCACAGAG CAGCACTGAA GGAGAAGACC TGCCTGTGGG 300 

CCAAGTCCTG CCCACACTCC CACCTGCTAC CCTGATCAGA 350 

CTCGAGCTCC AAAGCGTCAG CGCTGCATGC CTGAAGAAGA 400 

CAAAGTGAGA CACAGGGCCT CGAGGGTGCA CAGGCTCCCC 450 

GGAGGATGCT TCATCATCCA CTTCCACCAG CTCCTCTTTT 500 

TTCCCTCCTC CTCCTCTTCC TCCTCCTCCT CCTGCTATCC 550 

AGCACCCCAG AGGAGGTTTC TGCTGATGAT GAGACACCAA €00 

GAGTGCTCAG ATAGCCTGCT CCTCCCCCTC GGTCGTTGCT 650 

TAGATCAATC TGATGAGGGC TCCAGCAGCC AAAAGGAGGA 700 

ACCCTACAGG TCCTGCCAGA CAGTGAGTCT TTACCCAGAA 750 

TGAAAAGGTG ACTGATTTGG TGCAGTTTCT GCTCTTCAAG 800 

AGGAGCCGAT CACAAAGGCA GAAATACTGG AGAGTGTCAT 850 

GAAGACCACT TCCCTTTGTT GTTTAGTGAA GCCTCCGAGT 900 

GGTCTTTGGC ATTGATGTAA AGGAAGTGGA TCCCACTGGC 950 

TCCTTGTCAC CTCCCTGGGC CTCACCTATG ATGGGATGCT 1000 

CAGAGCATGC CCAAGACTGG CATTCTCATA CTTATCCTAA 1050 

CATAGAGGGC TACTGCACCC CTGAGGAGGT CATCTGGGAA 1100 

TGATGGGGCT GTATGATGGG ATGGAGCACC TCATTTATGG 1150 

AAGCTGCTCA CCCAAGATTG GGTGCAGGAA AACTACCTGG 1200 

GGTGCCTGGC AGTGATCCTG CACGGTATGA GTTTCTGTGG 125r0 

CTCATGCTGA AATTAGGAAG ATGAGTCTCC TGAAATTTTT 1300 

AATGGGAGTG ATCCAAGATC CTTCCCACTG TGGTATGAGG 13 SO 

AGATGAGGAA GAGAGAGCCC AGGACAGAAT TGCCACCACA 1400 

CTGCCATGGC CAGTGCAAGT TCTAGCGCTA CAGGTAGCTT 1450 

GAATAAAGTA AGACAGATTC TTCACTGTGT TTTAAAAGGC 1500 

CCACATGATT TTACTCATAT GTGGAATCTA AAAAAAAAAA 1550 

TGGTATCATG GAAGTAGAGA GTAGAGCAGT AGTTACATTA 1600 

GGAGGAATAA GTTCTAGTGT TCTATTGCAC AGTAGGATGA 1650 

CATTAAGATA TTGTATATTA CAAAACAGCT * AGAAGGAAGG 1700 

TTGTGACGAA AAAGAAATGA TAAATGCATG AGGTGATGGA 1750 
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TACACTACCT GATGTGATCA TTATACTACA TATACATGAA TCAGAACATC 
AAATTGTACC TCATAAATAT CTACAATTAC ATGTCAGTTT TTGTTTATGT 

■ rriibiiur ttttaattta tgaaaacaaa tgagaatgga aatcaatgat 

GTATGTGGTG GAGGGCCAGG CTGAGGCTGA GGAAAATACA GTGCATAACA 
TCTTTGTCTT ACTGTTTTCT TTGGATAACC TGGGGACTTC TTTTCTTTTC 
TTCTTGGTAT TTTATTTTCT ' l ' TlTl ' Tidl CTTCTTTTTT TTTTTTAACA 
AAGTCTCACT CTATTGCTCT GGCAGGAGTG CAGTGGTGCA GTCTCGGCTC 
ACTGCAACTT CCGCCTCCTG GGTTCAAGCG ATTCTCCTGC CTCAGTCTCC 
TGAGTAGCTG GGATTACAAG TGTGCACCAC CATACCCGGC TAATTTTGTA 
TTTTTTAGTA GAGATGGGGT TTCACCATGT TGGCCAGGCT GGTCTCAAAC 
TCCTGACCTC AGGTAATCTG CCCGCCTCAG CCTCCCAAAG TGCTGGGATA 
ACAGGTGTGA GCCCACTGCA CCCCAGCCTC TTCTTGGTAT TTTAAAATGT 
TGTTACTTTT ACTAGAATGT TTATGAGCTT CAGAATCTAA GGTCACACGT 
TCGTTTCTGT TTATCCAGTT TAAGAAACAG TTTTGCTATT TTGTAAAACA 
AATTGGGAAC CCTTCCATCA TATTTGTAAT CTTTAATAAA ATAACATGGA 
ATTGGAATAG TAATTTTCTT GGAAATATGA AAAAATAGTA AAATAGAGAA 
AATAATTTT 
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Fig. 10b 
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K 3 



Fig. 11a 

SEQ ID MO. 5 

X agtc.ca.at cactggagag aggtgcccc gagcccttaa ^ctc^ gca^cctcc 
61 catcatggcc taggaaacct ^ggggggcl ?caaggagat ggtggccttg 

121 gggaagggat gtggcccccc "ctttctgg g ccat gccttg tcgtggagta 

181 acltgcaaga cacatccacg gttcagcagg ^ggaaaggg t acta cttctg 

241 aa?a?gaa?a cctggatgac acccagacag agaaagaccc ctgcctcctg 
301 tcagccgtgg gaatcccatg "Sa^Sa aaoocqtcct cagctcagca gagggagcca 
361 ggtctcaggg aggtagcaac ctgggtctga «jWjgJ acccaagatg tgctcacttt 
III cacctgttca acagagggac ggggtcacag ^tctgc acaaagtc tggctaactt 

IS £g£gaatg ggggtactcc tggcctggaa agaagggacc cc ^ ctcatctgta 

541 tggttattat ctctggggga acccgatcaa ggg gg ttggt:ggtaa ggggagatgt 

601 ctgtgggcag gaagttgggg " ac 9«gga ^ataagg tccatcaggg gaa agatgaa 
661 ctgctcatat cagggtgttg tgggttgagg MjncjW gtag ggacag atcctagtgt 
?S SZccccetg aagaccttag aacccacc c *« a g * gg gct SUcatt tctctcttga 
nil cacccctgga caccccaccc agtggtcatc agatg gg^g | gga<=aaaac agggaccccc 
r^i atctcaggga agtgaggacc ttgttctcag gtctaggtga caacactgag 

901 ££gggcaa cagactcagt 9gjcc..gj« aaaaa cagat gggggcccaa 

961 ggaagattga gggtaccctc ^tggttctc gagca ggact atcagctgag 

1021 Sagaaatctg cccggcctct tttgtcaccc "W 8 * aaggC cttgg tctgagggca 
1081 gcccctgtgt tataccagac tcattggtct gagtcagg gactcagagg 

U41 ctgcattcag gtcagcagag ^gggggtcca J^ccctg « tt . ctgt . c agC catggga 
1901 acaccactca ccaaacacac aggaccgaac cccacc y tct tccagtg tctcctggag 
i|ei agJgcaggga aaggtgggtg gatggaatcc cetntttgc tc » gccccaatgt 

Si a?aggtcc?t ggattaagga agtggcctca gtW^ Scgtgwcc ccattgcatt 
^fll attttgtgta gctattgctt ttttctcacc ^ a ?|^"at gtggggccag atgtgggtcc 
1<SI Sgtglagct .ttgottttt ^cccaggagg 9 «™ tttctcaggc 

Uni cttcatatcc ttgtcttcca tatcagggat ataaactcrr g aatgagcaca 
ilSl cagcaaaagg gccagatcca ggccctgcca ^aaagat JWJ^ cctcctgaca 
1JS gaaaggacca tccacacaaa atagtgggga ^tcacagag J^W^,. gattt atctt 
Ififll Scactggggt gctggggctg tgcttgcagt «*?™!etaa ggcagtatct tcaatcacag 
ctaggagclc caggaaccag gctgtgaggt ^W^J* ? ggt gtttcc cctgtatgta 
Sol agca?aagag gcccaggcag "gtagcagt "agctgagg JJ^. ccctaccagc 
Isil taccagaggc ccctctggca tcagaacagc ^gaacc ccctga gatgccctct 

1921 ccttttgtca gtcctggagc cttggccttt g«agg gy aggtca ggag gccccagaga 
llll caatttctcc ttcaggttcg <=agagaacag t *l ag ggtgt agtacccagc 

2041 agcactgaag aagacctgta agtagacctt ^"J 9 ? gtctcaattg cccagctccg 
Jgaggcctct cacacgcttc ctctctcccc ? ctt gggcag aagagtcagc 

li6l gcccacactc tcctgctgcc ctgacctgag aC cagggctt atggatgtgc 

22" gcSacaaggc tgaggaaggc cttcaggccc aaggagaggc J^™* atcatgggaa 
2281 agattcccac agctgaggag ^agaaggctg «^=^ c ccaga gtcct gagggtgcct 
2341 cccttgagga ggtgactgat tctgggtcac J^tcctcc g gg ttccagca 
SetctSeSet gactgtcacc gacagcactc ^gtggagcca J ^ tccctgttcc 
2461 gcaatgaaga ggaggggcca agcacctccc ^_ a ^_ t ? t cc tgctccgc aaatatcaaa 
2521 gggaagcact tgatgagaaa ^ttcgtr * ^ ta caagaacc 

2581 ?taaggagcc ggtcacaaag gcagaaatgc "gagagtgr ttt ggca ttgatg 

HA acttiSctga tatcttcagc aaagcctctg ^tgcatg g ggcctct ect 

5S SgS Si-i cggcctcctg ataategtcc 
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2821 tgggcatgat cttaatggag ggcagccgcg ccccggagga ggcaatctgg gaagcattga 
2881 gtgtgatggg ggctgtatga tgggagggag cacagtgtct attggaagct caggaagctg 
2941 ctcacccaag agtgggtgca ggagaactac ctggagtacc gccaggcgcc cggcagtgat 
3001 cctgtgcgct acgagttcct gtggggtcca agggcccttg ctgaaaccag ctatgtgaaa 
3061 gtcctggagc atgtggtcag ggtcaatgca agagttcgca tttcctaccc atccctgcat 
3121 gaagaggctt tgggagagga gaaaggagtt tgagcaggag ttgcagctag ggccagtggg 
3181 gcaggttgtg ggagggcctg ggccagtgca cgttccaggg ccacatccac cactttccct 
3241 gctctgttac atgaggccca ttcttcactc tgtgtttgaa gagagcagtc acagttctca 
3301 gtagtgggga gcatgttggg tgtgagggaa cacagtgtgg accatctctc agttcctgtt 
3361 ctattgggcg atttggaggt ttatctttgt ttccttttgg aattgttcca atgttccttc 
3421 taatggatgg tgtaatgaac ttcaacattc attttatgta tgacagtaga cagacttact 
3481 gctttttata tagtttagga gtaagagtct tgcttttcat ttatactggg aaacccatgt 
3541 tatttcttga attcagacac tacaagagca gaggattaag gtttttttag aaatgtgaaa 
3601 caacatagca gtaaaataca tgagataaag acataaagaa attaaacaat agttaattct 
3661 tgccttacct gtacctctta gtgtacccta tgtacctgaa tttgcttggc ttctttgaga 
3721 atgaaattga attaaatatg aataaataag tccccctgct cactggctca ttttttccca 
3781 aaatattcat tgagcttccg ctatttggaa. ggccctgggt tagtattgga gatgctaca 



Fig. 11b 
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SEQ ID NO. 6 



GAGCTCCAGG AACCAGGCTG TCAGGTCTTC GTCTCAGGCA CTATCTTCAA 
TCACAGAGCA TAACAGGCCC AGCCAGTAGT ACCAGTCAAG CTGAGGTGGT 
GTTTCCCCTC TATGTATACC AGAGGCCCCT CTGGCATCAG AACACCAGGA 
ACCCCACAGT TCCTGGCCCT ACCACCCCTT TTGTCAGTCC TGCAGCCTTC 
GCCTTTGCCA GGAGGCTGCA CCCTGACATG. CCCTCTCAAT TTCTCCTTCA 
GGTTCGCAGA GAACAGGCCA GCCAGGAGGT CAGGAGGCCC CAGAGAAGCA 
CTCAAGAACA C CTGT AAGT A GACCTTTGTT AGGGCATCCA GGGTCTAGTA 
O CCCACCTCAG GCCTCTCACA CGCTTCCTCT CTCCCCAGGC CTCTGGGTCT 
^3 CAATTCCCCA GCTCCGCCCC ACACTCTCCT GCTGCCCTCA CCTGAGTCAT 

m c 



m 


ATG 


err 


CTT 


GGG 


CAC 


AAG 


AGT 


CAG 


CGC 


TAC 


AAG 


GCT 


GAG 


CAA 


pi 


GGC 


CTT 


CAG 


CCC 


CAA 


GGA 


GAG 


CCA 


CCA 


GGG 


CTT 


ATC 


CAT 


CTG 


m 


CAC 


ATT 


CCC 


ACA 


GCT 


GAG 


GAG 


CAG 


AAG 


GCT 


CCA 


TCC 


TCC 


TCC 




TCT 


ACT 


CTC 


ATC 


ATG 


GGA 


ACC 


CTT 


GAG 


GAG 


CTG 


ACT 


CAT 


TCT 


FT: 1 

!y 


GGG 


TGA 


CCA 


AGT 


CCT 


CCC 


CAG 


AGT 


CCT 


GAG 


GGT 


CCC 


TCC 


TCT 


w 


TCC 


CTC 


ACT 


GTC 


ACC 


GAC 


AGC 


ACT 


CTG 


TGG 


ACC 


CAA 


TCC 


CAT 




GAG 


GGT 


TCC 


AGC 


AGC 


AAT 


CAA 


CAG 


GAG 


GGG 


CCA 


AGC 


ACC 


TCC 




coc 


CAC 


CCA 


OCT 


CAC 


CTC 


CAG 


TCC 


CTG 


TTC 


CCC 


CAA 


CCA 


CTT 


fc=ji. 


GAT 


CAG 


AAA 


CTC 


GCT 


GAG 


TTA 


CTT 


CCT 


TTC 


CTG 


CTC 


CGC 


AAA 


%. j 


TAT 


CAA 


ATT 


AAG 


CAG 


CCC 


GTC 


ACA 


AAG 


GGA 


GAA 


ATG 


CTT 


CAC 




ACT 


CTC 


ATC 


AAA 


AAT 


TAC 


AAG 


AAC 


CAC 


TTT 


CCT 


GAT 


ATC 


TTC 


f.„«. 
r*" 


AGC 


AAA 


CCC 


TCT 


CAG 


TCC 


ATG 


CAG 


GTG 


ATC 


TTT 


GGC 


ATT 


CAT 




GTG 


AAG 


CAA 


GTG 


CAC 


CCT 


CCC 


CCC 


CAC 


TCC 


TAC 


ATC 


CTT 


CTC 




ACC 


TCC 


CTC 


GGC 


CTC 


TCC 


TAT 


GAT 


GGC 


CTG 


CTG 


GCT 


CAT 


CAT 




CAG 


ACT 


ACC 


CCC 


AAG 


ACC 


GGC 


CTC 


CTG 


ATA 


ATC 


GTC 


CTC 


GGC 




ATG 


ATC 


TTA 


ATG 


GAG 


GGC 


AGC 


CGC 


CCC 


CCC 


CAG 


CAG 


CCA 


ATC 




TGG 


GAA 


CCA 


TTC 


AGT 


GTG 


ATG 


GGG 


GCT 


GTA 


TGA 









TGGCAGGCAG CACAGTCTCT ATTCCAAGCT CAGGAAGCTG CTCXCCCAAO 
&GTGGCTGCA CCACAXCTAC CTCCACTACC CCC A CGCCCC CSCCAGTCXT 
CCTCTCCCCT ACGfcOTTCCT CTCCCCTCCA ACCCCCCTTC CTCAAACCAC 
CTATCTCAAA CTCCTCCACC ATCTCCTCAC CCTCAATCCA AGAGTTCGCA 
TTTCCTACCC ATCCCTCCAT CAACACCCTT TOCCACACCA CAAACCA CTT 
TCACCACCAC TTCCACCTAO CCCCACTCCG CCAGCTTGTG CCA GCC CCTC 
CCCCAGTCCA CCTTCCAGCC CCACATCCAC CACTTTCCCT CCTCTGTIAC 
ATCACeCCCA TTCTTCACTC TCTCTTTCAA CACACCACTC ACACTTCTCA 
CTAC7CCCCA CCATCTTCCC TCTCACCCAA CACACTCTCC ACC ATCTCT C 
AGTT CC TCTT CTATTGGCCG ATTTGCAGGT TTATCTTTCI TTCCTTTTCG 
AA T T G TT CC A ATCTTCCTTC TAATGGATGG TGTAATGAAC TTCAACATTC 
ATTTTATCTA TGACAGTAGA CACACTTACT GCTTTTTATA TA CTTTAC CA 
GTAAGACTC7 TCCTTTTCAT TTATACTGGC AAACCCATGT TATTTCTTCA 
ATTC 
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SEQ ID NO. 7 



Q. 

8 



ACCTCCTCCA GGACAAAGTG CACCCCACTC CATCACCTCC ACCTACCCTA SO 

CTCTCACTCC TCCAOCCTTO CCCTCTCCCC CCTCCATCCT GAGCAGCCAT 100 

CTCTCACTTC CTTCTTCAGG TTCTCAGGCG ACACCCACAC CAAGAGGTCA ISO ^ 

ACACCTCTCC CACACCACAO ACCAGCACTC AAGGACAAGA CCTGTAACTT 200 g> 

~> GGCCTTTGTT ACAACCTCCA CGCTGTGGTT CTCAGCTGTG CCCACTTACA 250 <t, 

S CCCTCCCTCT CTCCCCAGCC CTGTGGGTCC CCATCGCCCA AGTCCTCCCC 300 

m ACACTCCCAC CTCCTACCCT CATCAGAGTC ATC 333 [" 

U1 ATG CCT CGA OCT CCA AAC CCT CAG CGC TGC AIG CCT GAA CAA 375 g 

^> GAT CTT CAA TCC CAA ACT CAG ACA CAG CGC CTC GAG CCT OCA 417 

£ CAG OCT CCC CTG CCT CTC GAG CAG CAT OCT TCA TCA TCC ACT 459 

5; TCC ACC AGC TCC TCT TTT CCA TCC TCT TTT CCC TCC TCC TCC 501 

«' TCT TCC TCC TCC TCC TCC TGC TAT CCT CTA ATA CCA AGC ACC 543 

CCA GAG GAG CTT TCT OCT GAT GAT CAG ACA CCA AAT CCT CCC 585 

r CAG ACT OCT CAG ATA CCC TGC TCC TCC CCC TCC CTC CTT GCT 627 

■« TCC CTT CCA TTA GAT CAA TCT GAT GAG CGC TCC AGC AGC CAA 669 

2- AAC CAG GAG ACT CCA ACC ACC CTA CAG CTC CTC CCA GAC ACT 711 

GAG TCT TTA CCC AGA ACT CAG ATA GAT CAA AAC GTG ACT GAT 753 

i TTG GTG CAG TTT CTG CTC TTC AAG TAT CAA ATG AAG GAG CCG 795 

H ATC ACA AAG CCA GAA ATA CTG GAG ACT CTC ATA AAA AAT TAT 837 

GAA GAC CAC TTC CCT TTG TTC TTT ACT GAA GCC TCC GAG TGC 879 

ATG CTG CTC CTC TTT GGC ATT GAT GTA AAG GAA GTG CAT CC 920 



Fig. 13 
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